: Based on our recent correspondence with Claude Gaillardin (AgroParisTech, Jouy-en-Josas, France), we want to modify our proposition about translation initiation of YlMHB1 presented in our recent paper (doi:10.1128/EC.00092-14). In the original report, we hypothesized that the translation may start at the GUG codon that is known to initiate translation in other organisms. However, recent transcriptome sequencing data (C. Neuvéglise et al., in press) indicate that the translation of YlMHB1 starts from one of the two AUG codons formed as a result of mRNA splicing (Fig 1; see YALI0E07623g at http://gryc.inra.fr). In addition, the nucleotide composition upstream of the AUG codons is similar to the consensus sequence surrounding start codons in the Yarrowia lipolytica genome (Fig. 1, inset ). Importantly, with the possible exception of one extra methionine at the N terminus, this splicing-dependent formation of translationcompetent mRNA does not result in any change in the sequence of either the precursor or mature form of YlMhb1 protein (compare 
